Conf

Pred:

Pred:
AA:

Conf

Pred:

Pred:
AA:

Conf

Pred:

Pred:
AA:

Conf

Pred:

Pred:
AA:

Conf

Pred:

Pred:
AA:

Conf

Pred:

Pred:
AA:

Conf

Pred:

Pred:
AA:

| gl ] | ] LR ] ] L]

)

10

20

30

CCCCCCCCCCHHHHHHHHHHHHHHHHHHHHHHHEHHEHHEH
MAAVAGLYGLGEDRQHRKKQQOQOQOQOQOHOKEQLEQKEEQKK I

40

: JINnEEREREERsnnERRNARNRNARNERERENRNERNNnN

)

4

50

60

70

HHHHHHHHHHHHHCCCCCCCCCCCCCCCCCCCCCCCCCCC
AERKLOLREQQLORNSLDGYGSLPKLSSQDEEGGAGHGFEG

80

. JINRNNNRNARNNRN N ARNRn N Nnna A= ARNHn 00Nt

90

100

I—

110

CCCCCCCCCCCCCCCCCEEEEEECCCEEEECHHHHHHCCC
GGPQHFEPIPHDHDFCERVVINVSGLRFETQLRTLNQFPD

120

) [ | [ [ EWEEL L)L ]GSR [ ERRELL] ] LR

130

140

150

—

CCCCCCcceceeeeeeececceccccCcCCCCCCHHHEHEEHEEACCC
TLLGDPARRLRYFDPLRNEYFFDRSRPSEFDAILYYYQSGG

160

)BT PRl SRR EELEREL | ] EEE

170

— )
EEECCCCCCHHHHHHHHHCCCCCHHHHHHHHHHCCCCCCC
RLRRPVNVPLDVFSEEIKFYELGDQAINKFREDEGE IKEE

}______

180

190

200

1| | L CEE] LR L ESELLL L]

—)

—

210

220

230

CCCCCCCHHHHHHHHHHCCCCCCHHHHHHHHHHHHHHHHH
ERPLPDNEKQRKVWLLFEYPESSQAARVVAIISVEVILLS

240

| | | [T 0 pspagae fmppagage) 0 BEE] LT ] et

=

—

250

260

270

o

HHHHHHCCCCCCCCCCCCCCCCCCCcCcccccCcCCCCCCCHHE
IVIFCLETLPEFKHYKVENTTTNGTKIEEDEVPDITDPFEF

280



Conft:
Pred:

Pred:
AA:

Conft:
Pred:

Pred:
AA:

Conft:
Pred:

Pred:
AA:

Conft:
Pred:

Pred:
AA:

Conft:
Pred:

Pred:
AA:

Conft:
Pred:

Pred:
AA:

Conft:
Pred:

Pred:
AA:

0 EEEL LTI CTT T | SRR B L]
— —

HHHHHHHHHHHHHHHHHHHHCCCHHHHHHCCCCHHHHHHH
LIETLCIIWFTFELTVRFLACPNKLNFCRDVMNVIDITAT

290 300 310 320
L] P EEsEEEEEEel L LT e e
-
———

HHHHHHHHHCCCCCCCCCCCCCCCCCCCCCcCccceceeecece
IPYFITLATVVAEEEDTLNLPKAPVSPODKSSNQAMSTLAT

330 340 350 360

junnEERERREERNaennnnnRRNNRNRNNRNNNNRNER
9 —

HHHHHHHHHHHHHHHCCCCHHHHHHHHHHHHHHHHHHHHH
LRVIRLVRVFRIFKLSRHSKGLQILGRTLKASMRELGLLI

370 380 390 400

L)L PR D[] PERELLL LT

) t) a

HHHHHHHHHCCCCCCCCCCCCCCCCCCCHHHHHHHHHHHC
FFLEFIGVVLESSAVYFAEAGSENSFFKSIPDAFWWAVVTM

410 420 430 440

40 g ) e g ) | L 1L PR e s
9 ———

CCCCCCCCCCCCCCHHHHHHHHHHHHHHHHCCCCCHHCCC
TTVGYGDMTPVGVWGKIVGSLCATAGVLTIALPVPVIVSN

450 460 470 480

) | LI FVEL LT EEEEEEl] | ] ] | EREEssEll
() )

HHHHHHHHHHHHHHHHCCCCCCCCCCCCCCCCCCCCCCCC
FNYFYHRETDQEEMQSONFNHVTSCPYLPGTLGQHMKKSS

490 500 510 520

L EEEEEEERNT L ELTEEEEEEL LT FE T PR

CCCCCCCCceeeeeeeeeceeceecececeeceececececececececcecececece
LSESSSDMMDLDDGVESTPGLTETHPGRSAVAPEFLGAQQQ

530 540 550 560



conf: jullnmallszonnnnEzninnnnEnnnna=ERNRENNNES(
Pred: S n

Pred: CCCCCCCCCCCCHHHHHCCCCCCCCCCCCHHHHHHHHHHH
AA: QQOPVASSLSMSIDKQLOHPLOQOLTQTQLYQQOQOOQQOO

570 580 590 600

Conf: JamnzzmnnasnENNENsxEENENNsnnnannnnRENEREE

Pred: —£) )

Pred: HHHHCCCHHHHHHHHHCCCCCCCCCCCCCCCCCCCCcCcce
AA: ONGEFKQOQOQTQOQLOOQOSHTINASAAAATSGSGSSGLT

610 620 630 640

Conf: junnamEnnnmannllt
Pred:

Pred: CCCCCCCCCCCCCccC
AA: MRHNNALAVSIETDV

650

Legend:

o

helix Conf: ]:JII'[ = confidence of prediction
- +

strand Pred: predicted secondary structure

= coil AA: target sequence




